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Inhibitory Effect (%) Interfering Effect (%) Inhibitory
Equisetum arvense 25.7 14.5 11.1
Osmunda japonica 6.5 0.6 5.9
Pteridium aquilinum 16.0 12.7 3.3
Matteuccia struthiopteris 74.1 72.5 1.6
Laportea macrostachya 64.5 12.2 52.2
Elatostema umbellatum 38.2 18.5 19.7
Reynoutria japonica 78.7 47.2 31.5
Rumex japonicus 65.3 45.7 19.6
Anemone flaccida 52.3 42.1 10.2
Asiasarum sieboldii 48.0 43.0 5.0
Cardamine leucantha 67.4 34.1 33.4
Wasabia japonica 26.6 17.4 9.2
Astilbe thunbergii 59.1 42.9 16.1
Rodgersia podophylla 76.8 41.1 35.7
Pueraria lobata 34.5 12.4 22.1
Corchorus olitorius 42.8 -5.8 48.6
Aralia cordata 14.8 3.0 11.9
Aralia elata 43.3 1.9 41.4
Anthriscus sylvestris 7.4 -34.8 42.2
Angelica ursina -354.0 -164.9 -189.1
Glehnia littoralis -92.6 -61.3 -31.3
Oenanthe javanica 18.8 21.2 -2.5
Symphytum officinale 26.5 14.0 12.5
Sambucus sieboldiana 76.2 79.6 -3.4
Codonopsis lanceolata -18.0 -24.7 6.6
Cacalia delphiniifolia 67.8 39.1 28.7
Cacalia hastata -36.1 -17.6 -18.6
Cirsium japonicum 69.3 53.0 16.3
Cirsium purpuratum 97.2 93.8 3.4
Petasites japonicus 65.1 50.5 14.6
Sonchus asper 90.7 76.0 14.7
Allium grayi 18.2 22.4 -4.2
Erythronium japonicum 63.3 64.4 -1.1
Hemerocallis fulva 65.1 58.3 6.8
Hosta albo-marginata 51.4 57.1 -5.7
Hosta montana 35.1 32.1 3.0
Smilax riparia 27.1 38.6 -11.4
Zingiber mioga 18.7 1.1 17.6
Ulva pertusa 3.3 2.5 0.8
Codium fragile 78.2 6.9 71.3
Dictyota dichotoma 47.6 18.8 28.8
Dictyopteris divaricata 98.5 16.7 81.8
Sphaerotrichia divaricata 27.9 14.9 12.9
Desmarestia viridis 78.7 9.4 69.3
Ecklonia stolonifera 67.4 85.2 -17.8
Undaria pinnatifida -36.1 19.3 -55.4
Sargassum confusum 64.5 38.7 25.8
Sargassum hemiphyllum 90.5 29.7 60.7
Sargassum horneri 24.0 19.5 4.5
Sargassum patens 74.1 25.4 48.7
Sargassum thunbergii 46.6 48.1 -1.6
Sargassum siliquastrum 88.3 53.7 34.5
Gelidium elegans 69.3 60.0 9.3
Grateloupia okamurae 63.3 34.2 29.1
Grateloupia lanceolata 97.2 46.4 50.8
Solieria tenuis 67.8 8.7 59.1
Gracilaria vermiculophylla -15.4 33.0 -48.5
Ahnfeltiopsis flabelliformis 35.1 52.5 -17.3
Chondrus ocellatus 50.5 25.6 24.9
Lomentaria catenata 51.4 14.3 37.0
Ceramium kondoi 29.9 27.4 2.5
Laingia pacifica 65.1 7.1 58.0
Symphyocladia latiuscula 93.4 60.6 32.8
Zostera marina -19.3 61.1 -80.4

MMP-2
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E-2248.txt 1 SPPGTKDVTADLFEWNYASVAKECTTALGPAGYGYVQVSPPAEHIQGAQWWTSYQPVSYK 60
coelicolor.txt 1 SPPGDKDVTAVMFEWKFTSVAQACTDTLGPAGYGYVQVSPPQEHIQGGQWWTSYQPVSYR 60
limosus.txt 1 APPGAKDVTAVLFEWKFASVARACTDSLGPAGYGYVQVSPPQEHIQGSQWWTSYQPVSYK 60
lividans(TK21).txt 1 SPPGDKDVTAVMFEWKFTSVAQACTDTLGPAGYGYVQVSPPQEHIQGGQWWTSYQPVSYR 60
lividans(TK24).txt 1 SPPGDKDVTAVMFEWKFTSVGQACTDTLGPAGYGYVQVSPPQEHIQGGQWWTSYQPVSYR 60

PPG KDVTA FEW SV CT LGPAGYGYVQVSPP EHIQG QWWTSYQPVSY
PPG KDVTA FEW SV CT LGPAGYGYVQVSPP EHIQG QWWTSYQPVSY
PPG KDVTA FEW SV CT LGPAGYGYVQVSPP EHIQG QWWTSYQPVSY
PPG KDVTA FEW SV CT LGPAGYGYVQVSPP EHIQG QWWTSYQPVSY
PPG KDVTA FEW SV CT LGPAGYGYVQVSPP EHIQG QWWTSYQPVSY

E-2248.txt 61 IAGRLGDRTAFRNMVNTCHAAGVKVVVDTVINHMSAGSGTGTGGSSYTKYDYPGLYSVYD 120
coelicolor.txt 61 IAGRLGDRAQFKSMVDTCHAAGVKVVADSVVNHMSAGNGTGTGGSSYTKYDYPGLYSSND 120
limosus.txt 61 IAGRLGDRAAFKSMVDTCHAAGVKVVADSVINHMAAGSGTGTGGSAYQKYDYPGIWSGAD 120
lividans(TK21).txt 61 IAGRLGDRAQFKSMVDTCHAAGVKVVADSVVNHMSAGNGTGTGGSSYTKYDYPGLYSSND 120
lividans(TK24).txt 61 IAGRLGDRAQFKSMVDTCHAAGVKVVADSVVNHMSAGNGTGTGGSSYTKYDYPGLYSSND 120

IAGRLGDR F MV TCHAAGVKVV D V NHM AG GTGTGGS Y KYDYPG S D
IAGRLGDR F MV TCHAAGVKVV D V NHM AG GTGTGGS Y KYDYPG S D
IAGRLGDR F MV TCHAAGVKVV D V NHM AG GTGTGGS Y KYDYPG S D
IAGRLGDR F MV TCHAAGVKVV D V NHM AG GTGTGGS Y KYDYPG S D
IAGRLGDR F MV TCHAAGVKVV D V NHM AG GTGTGGS Y KYDYPG S D

E-2248.txt 121 FDDCTSQVSNYSDRWNVQHCELVGLADLDTGEEYVRKTIAGYMNDLLTLGVDGFRIDAAK 180
coelicolor.txt 121 LDNCTSQINNYGDRFNVQECELVGLADLDTGEDYVRGKIAGYLNDLLSLGVDGFRIDAAK 180
limosus.txt 121 MDDCRSEINDYGNRANVQNCELVGLADLDTGESYVRDRIAAYLNDLLSLGVDGFRIDAAK 180
lividans(TK21).txt 121 LDNCTSQINNYGDRFNVQECELVGLADLDTGEDYVRGKIAGYLNDLLSLGVDGFRIDAAK 180
lividans(TK24).txt 121 LDNCTSQINNYGDRFNVQECELVGLADLDTGEAYVRGKIAGYLTDLLSLGVDGFRIDAAK 180

D C S Y R NVQ CELVGLADLDTGE YVR IA Y DLL LGVDGFRIDAAK
D C S Y R NVQ CELVGLADLDTGE YVR IA Y DLL LGVDGFRIDAAK
D C S Y R NVQ CELVGLADLDTGE YVR IA Y DLL LGVDGFRIDAAK
D C S Y R NVQ CELVGLADLDTGE YVR IA Y DLL LGVDGFRIDAAK
D C S Y R NVQ CELVGLADLDTGE YVR IA Y DLL LGVDGFRIDAAK

E-2248.txt 181 HIPAGDLANIKSRLTNPSAYWKQEVIYGAGEAVQPSEYTGNGDVQEFRYAYDLKRVFTSE 240
coelicolor.txt 181 HMAAADLAAIKSRLSNPNVYWKHEAIYGAGEAVSPTEYVGSGDVQEFRYARDLKRVFNGE 240
limosus.txt 181 HMPAADLTAIKAKVGNGSTYWKQEAIHGAGEAVQPSEYLGTGDVQEFRYARDLKRVFQNE 240
lividans(TK21).txt 181 HMAAPDLAAIKSRLSNPNVYWKHEAIYGSGEAVSPTEYVGCGDVQEFRYARDLKRVLQGE 240
lividans(TK24).txt 181 HMAAADLAAIKSRLSNPNVYWKHEAIYGAGEAVSPTEYVGSGDVQEFRYARDLKRVFNGE 240

H A DL IK N YWK E I G GEAV P EY G GDVQEFRYA DLKRV E
H A DL IK N YWK E I G GEAV P EY G GDVQEFRYA DLKRV E
H A DL IK N YWK E I G GEAV P EY G GDVQEFRYA DLKRV E
H A DL IK N YWK E I G GEAV P EY G GDVQEFRYA DLKRV E
H A DL IK N YWK E I G GEAV P EY G GDVQEFRYA DLKRV E

E-2248.txt 241 KLAYLTNYGEGWGYLNSSVAGVFVDNHDTERNGSTLNYKSGADYTLANVFMLAWPYGAPD 300
coelicolor.txt 241 NLAYLKNFGEAWGHLPSDEAAVFVTNHDTERNGETLTYKDGATYTLAHVFMLAWPYGSPD 300
limosus.txt 241 NLAHLKNFGEDWGYMASGKSAVFVDNHDTERGGDTLNYKNGSAYTLAGVFMLAWPYGSPD 300
lividans(TK21).txt 241 NLAYLKNFGEAWGHLPSDEAAVFVTNHDTERNGETLTYKDGATYTLAHVFMLAWPYGSPD 300
lividans(TK24).txt 241 NLAYLKNFGEAWGHLPSDEAAVFVTNHDTERNGETLTYKDGATYTLAHVFMLAWPYGSPD 300

LA L N GE WG S VFV NHDTER G TL YK G YTLA VFMLAWPYG PD
LA L N GE WG S VFV NHDTER G TL YK G YTLA VFMLAWPYG PD
LA L N GE WG S VFV NHDTER G TL YK G YTLA VFMLAWPYG PD
LA L N GE WG S VFV NHDTER G TL YK G YTLA VFMLAWPYG PD
LA L N GE WG S VFV NHDTER G TL YK G YTLA VFMLAWPYG PD

E-2248.txt 301 VNSGYEWSDADAGPPNGGQVNACWQDGWKCQHAWPEIKSMVAFRNATRGQAVANWWDNGN 360
coelicolor.txt 301 VHSGYEFTDHDAGPPNGGQVNACYSDGWKCQHAWREISSMVGFRNTARGQGVTDWWDNGG 360
limosus.txt 301 VHSGYEFTDHDAGPPNGGTVNACYSDGWKCQHAWPELSSMVGLRNTASGQPVTNWWDNGG 360
lividans(TK21).txt 301 VHSGYEFTDHDAGPPNGVQVNACYSDGWKCQHAWCEISSMVAFRNTARGQGVTDWWDNGG 360
lividans(TK24).txt 301 VHSGYEFTDHDAGPPNGGQVNACYSDGWKCQHAWREISSMVAFRNTARGQGVTDWWDNGG 360

V SGYE D DAGPPNG VNAC DGWKCQHAW E SMV RN GQ V WWDNG
V SGYE D DAGPPNG VNAC DGWKCQHAW E SMV RN GQ V WWDNG
V SGYE D DAGPPNG VNAC DGWKCQHAW E SMV RN GQ V WWDNG
V SGYE D DAGPPNG VNAC DGWKCQHAW E SMV RN GQ V WWDNG
V SGYE D DAGPPNG VNAC DGWKCQHAW E SMV RN GQ V WWDNG

E-2248.txt 361 NAIAFGRGTKGYVAINHESSSLTRTYQTSLPAGTYCNVQNNTPVTVNSSGQSTATLGSNT 420
coelicolor.txt 361 DQIAFGRGSKAYVAINHEGTSLTRTFQTSLPAGDYCDVQTGKGVTVDGAGRFTATLGAGT 420
limosus.txt 361 DQIAFGRGDKAYVAINHEGSALNRTFQSGLPGGAYCDVQSGRSVTVGSDGTFTATVAAGT 420
lividans(TK21).txt 361 DQIAFGRGSKAYVAINHEGTSLTRTFQTSLPAGDYCDVQTGKGVTVNGAGRFTATLGAGT 420
lividans(TK24).txt 361 DQIAFGRGSKAYVAINHEGTSLTRTFQTSLPAGDYCDVQTGKGVTVDGAGRFTATLGAGT 420

IAFGRG K YVAINHE L RT Q LP G YC VQ VTV G TAT T
IAFGRG K YVAINHE L RT Q LP G YC VQ VTV G TAT T
IAFGRG K YVAINHE L RT Q LP G YC VQ VTV G TAT T
IAFGRG K YVAINHE L RT Q LP G YC VQ VTV G TAT T
IAFGRG K YVAINHE L RT Q LP G YC VQ VTV G TAT T

E-2248.txt 421 ALALYAGKSSC------------------------------------------------- 431
coelicolor.txt 421 AVALHVGARTCDGGDPGDPDPVS-SGVSFAVDATTSWGQNIYVTGNRPELGN-------- 471
limosus.txt 421 ALALHTGARTCSGGGTG-PGTGQ-TSASFHVNATTAWGENIYVTGDQAALGNWDPARALK 478
lividans(TK21).txt 421 AVALHVGARTCDGGDPGDPDPVSFRRVPSAVDATTSWGQNIYVTGNRPELGNWNPGGALQ 480
lividans(TK24).txt 421 AVALHVGARTCDGGDPGDPDPVS-SGVSFAVDATTSWGQDIYVTGNRPGLGHWDPGGGLQ 479

A AL G C
A AL G C
A AL G C
A AL G C
A AL G C

E-2248.txt 431 ------------------------------------------------------------ 431
coelicolor.txt 471 ------------------------------------------------------------ 471
limosus.txt 479 LDPAAYPVWKLDVPLAAGTPFQYKYLRKDAAGKAVWESGANRTATVGTTGALTLNDTWRG 538
lividans(TK21).txt 481 LDPAAYPVWKRDVELPEGTTFEYKYLRKDDAGNVTWESGANRTATVNTTKT-TLNDTWRN 539
lividans(TK24).txt 480 LDPAAYPVWKRDVELPEGTTFEYKSLRKADAGNVTWESGANRTATVNTTKT-TLNDTWRN 538
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Paenidase

__________________________________________________________________________________________

               Total activity    Total protein    Specific activity  Purification      Yield  

                         (U)            (mg)           (U/mg)        (-fold)         (%) 

___________________________________________________________________________________________

Culture medium          1500             5090       0.29 1           100 

Ammonium sulfate       1320 737       1.79            6.2           88.0 

DEAE batch        1034 419       2.47            8.8           68.9 

Sephacryl S-100 HR        733          4.2       17.5           60.3           48.9 

DEAE-Sepharose FF       583              2.5      233 803 38.9

1st Mono Q  P-I*1         129              0.159      811           2800             8.6 

           P-II*2         222          0.144      1540            5310           14.8  

2nd Mono Q P-I*1          102             0.043       2370            8170            6.8  

           P-II*2         187              0.065       2880           9930            12.5 

__________________________________________________________________________________________

Paenidase activity was measured using Suc-[D-Asp]-MCA as a substrate. 
*1P-I, paenidase I; *2P-II, paenidase II. 
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______________________________________________________________________

  Substrates         Proteinase/peptidases          Relative activity (%) 

                                           Paenidase I     Paenidase II 

______________________________________________________________________

Suc-[D-Asp]-MCA        DAEP                 100           100 

Arg-MCA               Cathepsin H            <0.1           <0.1 

Bz-Arg-MCA            Trypsin                <0.1           <0.1 

Boc-Gln-Ala-Arg-MCA    Trypsin                <0.1           <0.1 

Pro-Phe-Arg-MCA        Kallikrein/Proteasome    <0.1           <0.1 

Ac-Tyr-Val-Ala-Asp-MCA  Caspase-1              0.7             0.4 

Ac-Asp-Glu-Val-Asp-MCA  Caspase-3/7/8          1.8             1.2 

Ac-Val-Glu-Ile-Asp-MCA   Caspase-6             0.5             0.3 

______________________________________________________________________

Final substrate concentration was 0.5 mM. 
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